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RAW SEQUENCE LISTING DATE: 07/12/2001 

PATENT APPLICATION: US/09/893,737 TIME: 09:25:38 

Input Set : A:\0041.txt 

Output Set: N:\CRF3\07122001\I893737.raw 

4 <110> APPLICANT: Sheppard, Paul O. 

5 Presnell, Scott R. 

7 <120> TITLE OF INVENTION: MAMMALIAN SECRETED PROTEINS 

9 <130> FILE REFERENCE: 00-41 
C— > 11 <140> CURRENT APPLICATION NUMBER: US/09/893,737 
C— > 11 <141> CURRENT FILING DATE: 2001-06-28 

11 <150> PRIOR APPLICATION NUMBER: US 60/215,446 

12 <151> PRIOR FILING DATE: 2000-06-30 
14 <160> NUMBER OF SEQ ID NOS : 329 

16 <170> SOFTWARE: FastSEQ for Windows Version 3.0 

18 <210> SEQ ID NO: 1 

19 <211> LENGTH: 453 

20 <212> TYPE: DNA 

21 <213> ORGANISM: Homo sapiens 

23 <220> FEATURE: 

24 <221> NAME/KEY: CDS 

25 <222> LOCATION: (1)...(453) 
27 <400> SEQUENCE: 1 
28 
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66 145 150 

69 <210> SEQ ID NO: 2 

70 <211> LENGTH: 150 

71 <212> TYPE: PRT 

72 <213> ORGANISM: Homo sapiens 
74 <400> SEQUENCE: 2 
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96 <210> SEQ ID NO: 3 

97 <211> LENGTH: 303 

98 <212> TYPE: DNA 

99 <213> ORGANISM: Homo sapiens 

101 <220> FEATURE: 

102 <221> NAME /KEY : CDS 

103 <222> LOCATION: (1)...(303) 
105 <4 00> SEQUENCE: 3 
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273 <210> SEQ ID NO: 8 

274 <211> LENGTH: 196 

275 <212> TYPE: PRT 

276 <213> ORGANISM: Homo sapiens 
278 <400> SEQUENCE: 8 
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Ser 


Val 


Ser 


Ala 


Gin 


Thr 


Asp 


Ala 


Thr 


Pro 


Ala 


Val 


Thr Thr 
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30 
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Glu 


Gly 


Leu 


Asn 


Ser 


Thr 


Glu 


Ala 


Ala 


Leu 


Ala 


Thr 


Phe 


Gly 


Thr Phe 
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40 










45 
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Pro 


Ser 


Thr 


Arg 


Pro 


Pro 


Gly 


Thr 


Pro 


Arg 


Ala 


Pro 


Gly 


Pro 


Ser Ser 
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Gly 


Pro 


Arg 


Pro 


Thr 


Pro 


Val 


Thr 


Asp 


Val 


Ala 


Val 


Leu 


Cys 


Val Cys 
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Asp 


Leu 


Ser 


Pro 


Ala 


Gin 


Cys 


Asp 


He 


Asn 


Cys 


Cys 


Cys 


Asp 


Pro Asp 
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Cys 


Ser 


Ser 


Val 


Asp 


Phe 


Ser 


Val 


Phe 


Ser 


Ala 


Cys 


Ser 


Val 


Pro Val 
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Val 


Thr 


Leu 


Thr 


Gly Ala 


Leu 


Pro 


Cys 


Gin 


Leu 


Val 


Ala 


Gin 


Lys Val 
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120 
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Lys 


Ser 


Leu 


Leu 


Trp 


Gly Gin 


Gly 


Phe 


Pro 


Asp 


Tyr 


Val 


Ala 


Pro Phe 
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Gly 


Asn 


Ser 


Gin 


Ala 


Gin Asp 


Met 


Leu 


Asp 


Trp 


Cys 


Pro 


Ser 


Thr Ser 
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Ser 


Pro 


Ser 


His 


Ser 


Thr 


Gly 


Arg 


Trp 


Cys 


Asp 


Glu 


Gly 


Ser 


Arg Gly 
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Ser 


Gin 


Leu 


Leu 


Arg Arg 


Gin 


Asp Gly 


Pro 


Glu 


Trp 


Glu 


Arg 


Gly Leu 
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Asn 


Leu 


Gly 


Tyr 
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